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Supplemental Figure 1. Comparison of individual donors
This figure displays a heatmap of individual HML-2 expression from two female GTEx donors. 
Provirus expression is given in TPM for each provirus detected (10 in Donor 1 and 8 in Donor 
2) for 22 body sites. Each provirus is labeled on the side with which donor it was measured in.  
This heatmap was made using data from S2_Data.




